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Fig. S4. Cascading 8mer alpha satellite HOR alignment. Start position 30,664,259 bp and end position
30,814,219 bp in T2T-CHM chromosome 20. The number on the left side indicate the initial position of the
first monomer in each row of HOR copy.

30,685,264

30,693,125

30,708,325

30,711,232

30,714,816

30,718,406

30,723,529

30,727,119

30,736,690

30,793,254

30,797,012

30,798,208

30,800,769

30,729,513


