Objavljeni ¢lanci:

1.

Glunc¢ié¢ M., Vlahovic I., Rosandi¢ M., Paar V., Tandemly repeated NBPF HOR copies
(Olduvai triplets): Possible impact on human brain evolution. Life science alliance
6:1. . doi: 10.26508/1sa.202101306

Glunci¢ M., Vlahovic I., Rosandi¢ M., Paar V.,Tandem NBPF 3mer HORs (Olduvai
triplets) in Neanderthal and two novel HOR tandem arrays in human chromosome
1 T2T-CHM13 assembly. Scientific Reports 13(1), 14420; doi: 10.1038/s41598-023-
41517-3

Rosandi¢ M., Paar V.,The Supersymmetry Genetic Code Table and Quadruplet
Symmetries of DNA Molecules Are Unchangeable and Synchronized with Codon-
Free Energy Mapping during Evolution. Genes 12;14(12):2200. doi:
10.3390/genes14122200.

Rosandié M., Paar V., The Evolution of Life Is a Road Paved with the DNA
Quadruplet Symmetry and the Supersymmetry Genetic Code. Int J Mol Sci
24(15):12029. doi: 10.3390/ijms241512029.

Glunci¢ M., Vlahovi¢ I., Mrsi¢ L., Paar V., Global Repeat Map (GRM) application:
finding all DNA tandem repeat units. Algorithms 15(12),

458; https://doi.org/10.3390/a15120458

Glunc¢ié¢ M., Vlahovi¢ I., Rosandi¢ M., Paar V., Novel Concept of Alpha Satellite
Cascading Higher-Order Repeats (HORs) and Precise Identification of 15mer and
20mer Cascading HORs in Complete T2T-CHM13 Assembly of Human Chromosome
15, Int. J. Mol. Sci. 25, 4395. https://doi.org/10.3390/ijms25084395

Clanci poslani u ¢asopise:

7.

Glun¢ié¢ M., Vlahovi¢ I., Rosandi¢ M., Paar V.,Precise identification of Cascading
alpha satellite higher order repeats (HORs) in T2T-CHM13 assembly of human
chromosome 3

Manuscript Title: Precise identification of Cascading alpha satellite higher order
repeats (HORs) in T2T-CHM13 assembly of human chromosome 3

Author: Gluneize
Manuscript Number: adl5217

Dear Dr. Glunéiae:

Thank you for your submission to ScienceAdvances. We have successfully received
your Research Article.

You are listed as a corresponding author on a manuscript submitted to Science.
Below, you will find the email address that was entered for you by the submitting
author during the submission process. This email address is linked to this submission
and is the username associated with your account.

Matko Gluneéise - matko@phy.hr
Ines Vlahovic - Ines.VIahovic@algebra.hr




Marija Rosandic - rosandic@hazu.hr
Vladimir Paar - vpaar@hazu.hr

According to Science policy, all authors must have seen and approved the
submission of their manuscript. You must click the verification link below to confirm
your authorship on this manuscript adl5217. The link will also allow you to complete
your demographic information and update your subject-area expertise and
institutions.

https://cts.sciencemag.org/scc/#/action/article/3d3a5cf0-5f95-4f2f-bde9-
6bal3aab7177/author/3966103/verifyAuthorship?email=matko@phy.hr&token=7b
9809ed-71a8-11ee-b86a-0ad102f82f1d

The authorship verification requirement is separate from the editorial process and
will not affect your manuscript's status or the editor's evaluation. Though there is no
strict deadline to verify your authorship, please note that the authorship
confirmation link will expire after one month. You may still confirm your authorship
at any time by logging into our Content Tracking System (CTS)

at https://cts.sciencemag.org/. When clicking on the link or logging into CTS to
confirm your authorship, please be sure to use the email address that is linked to
this submission.

If you have not read this paper or do not approve its submission to Science, please
reply directly to this message as soon as possible. Please refer to the manuscript
number listed above in all correspondence.

You can see the status of your manuscript at any time by logging into your account in
our Content Tracking System. For a list of solutions to commonly asked questions,
please refer to the end of this email or reach out to our support team

at submit help@aaas.org.

Once you log in, we encourage you to link your account to your ORCID ID, a unique
identifier that facilitates the correct attribution of your publications to you. To learn
more about ORCID or to obtain an ORCID ID, visit their separate site

at http://orcid.org.

Your manuscript is now undergoing an initial screening to determine whether it will
be sent for in-depth review. If the manuscript is sent to review, its status will change
to "To Review".

Sincerely,
The Editors
Science



8. Glunci¢ M., Bari¢ D., Paar V., Efficient genome monomer higher order structure
annotation and identification using the GRMhor algorithm

Ref: Submission ID 417c20fc-b46f-435c-a39f-5ef964e063f2
Manuscript title: Efficient genome monomer higher order structure annotation and
identification using the GRMhor algorithm

Dear Dr Glunci¢,
Thank you for submitting your manuscript to BMC Genomics.

Your manuscript is now at our initial Technical Check stage, where we look for adherence to
the journal's submission guidelines, including any relevant editorial and publishing policies.
If there are any points that need to be addressed prior to progressing we will send you a
detailed email. Otherwise, your manuscript will proceed into peer review.

You can check on the status of your submission at any time by using the link below and
logging in with the account you created for this submission:

https://researcher.nature.com/your-
submissions?utm source=submissions&utm medium=email&utm campaign=confirmation-
email&journal id=12864

Kind regards,

Peer Review Advisors
BMC Genomics

Springer Nature offers an open access support service to make it easier for our authors to
discover and apply for APC funding. For further information please
visit http://www.springernature.com/gp/open-research/funding

Poglavlje u knjizi:
Paar V., Vlahovi¢ 1., Rosandi¢ M., Glunci¢ M., Global Repeat Map (GRM):
Advantageous Method for Discovery of Largest Higher-Order Repeats (HORs)
in Neuroblastoma Breakpoint Family (NBPF) Genes, in Hornerin Exon and in
Chromosome 21 Centromere. Progress in molecular and subcellular biology
60:203-2034. doi: 10.1007/978-3-030-74889-0 8.
https://pubmed.ncbi.nlm.nih.gov/34386877/



